/CRpJl^r Corrected by the STIC Syster4B^ranch 

f^ritaf Number: / Oj Ol EdifeJiDy: - x/ // • 

I I Changed a file from non-ASCII to ASCII L. y \j I E ^ 3 ^^^^^^ ^ ^(STIC staff) 

[ I Changed the margins in cases where the sequence text was \vrapped' down to the next line. 
I } Edited a format error in the Current Application Data section, specifically: 

I I Edited the Current Application Data section with the actual current number. The number inputted by the 
applicant was □ the prior application data; or Q other . 

I I Added the mandatory heading and subheadings for "Current Application Data". 

I I Edited the "Number of Sequences" field. The applicant spelled out a number instead of using an integer. 
I I Changed the spelling of a mandatory field (the headings or subheadings), specrfically: 



I I Corrected the SEQ ID NO when obviously incorrect. The sequence numbers that were edited were: 

I J Inserted or corrected a nucleic number at the end of a nucleic line. SEQ ID NO's edited: 

[ [ Con-ected subheading placement. All responses must be on the same line as each subheading. If the 

applicant placed a response below the subheading, this was moved to its appropriate place. 

I I Inserted colons after headings/subheadings. Headings edited included: 

{ I Deleted extra, invalid, headings used by an applicant. specificaJly: 



Deleted: Q^n-ASCII "garbage" at the beginning/end of files: □ secretary initials/filename at end of file; 
□ page numbers throughout text; □ other invalid text, such as ^ . 

I I Inserted mandatory headings, specifically: 



I I Corrected an obvious enror in the response, specifically: 



I I Edited identifiers where upper case is used but lower case is required, or vice versa. 

I I Corrected an error in the Number of Sequences field, specifically: 

I I A "Hard Page Break" code was inserted by the applicant. All occurrences had to be deleted. 

I I Deleted ending stop codon in amino acid sequences and adjusted the "(A)Length:" field accordingly (enror 
due to a Patentin bug). Sequences corrected: . 

I I Other: 



•Examiner: The^bove Gorrections must be communicated to the applicant In the first Office 
Action. l30 NOT send a copy of this form. 2/1/95 
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DATE: 11/25/2002 
TIME: 18:28:12 



Input Set : N: \Crf 4\11182002\ J018192 , raw 
Output Set: N:\CRF4\11252002\J018192.raw 



1 <110> APPLICANT: Synaptic Pharmaceutical Corporation 

2 <120> TITLE OF INVENTION: DNA Encoding SNORF36a and SNORF36b Receptors 

3 <130> FILE REFERENCE: 59138-B-PCT/ JPW 

4 <140> CURRENT APPLICATION NUMBER: US/10/018,192 

5 <141> CURRENT FILING DATE: 2002-11-01 

6 <150> PRIOR APPLICATION NUMBER: 09/518,914 

7 <151> PRIOR FILING DATE: 2000-03-03 

8 <150> PRIOR APPLICATION NUMBER: 09/303,593 

9 <151> PRIOR FILING DATE: 1999-05-03 

10 <160> NUMBER OF SEQ ID NOS: 4 8 

11 <170> SOFTWARE: Patentin Ver. 2.1 

13 <210> SEQ ID NO: 1 

14 <211> LENGTH: 1508 

15 <212> TYPE: DNA 

16 <213> ORGANISM: Homo sapiens 

17 <400> SEQUENCE: 1 

18 caactcagga tgaaccctcc ttcggggcca agagtcccgc ccagcccaac ccaagagccc 60 

19 agctgcatgg ccaccccagc accacccagc tggtgggaca gctcccagag cagcatctcc 120 

20 agcctgggcc ggcttccatc catcagtccc acagcacctg ggacttgggc tgctgcctgg 180 

21 gtccccctcc ccacggttga tgttccagac catgcccact ataccctggg cacagtgatc 240 

22 ttgctggtgg gactcacggg gatgctgggc aacctgacgg tcatctatac cttctgcagg 300 

23 agcagaagcc tccggacacc tgccaacatg ttcattatca acctcgcggt cagcgacttc 360 

24 ctcatgtcct tcacccaggc ccctgtcttc ttcaccagta gcctctataa gcagtggctc 420 

25 tttggggaga caggctgcga gttctatgcc ttctgtggag ctctctttgg catttcctcc 480 

26 atgatcaccc tgacggccat cgccctggac cgctacctgg taatcacacg cccgctggcc 540 

27 acctttggtg tggcgtccaa gaggcgtgcg gcatttgtcc tgctgggcgt ttggctctat 600 

28 gccctggcct ggagtctgcc acccttcttc ggctggagcg cctacgtgcc cgaggggttg 660 

29 ctgacatcct gctcctggga ctacatgagc ttcacgccgg ccgtgcgtgc ctacaccatg 720 

30 cttctctgct gcttcgtgtt cttcctccct ctgcttatca tcatctactg ctacatcttc 780 

31 atcttcaggg ccatccggga gacaggacgg gctctccaga ccttcggggc ctgcaagggc 84 0 

32 aatggcgagt ccctgtggca gcggcagcgg ctgcagagcg agtgcaagat ggccaagatc 900 

33 atgctgctgg tcatcctcct cttcgtgctc tcctgggctc cctattccgc tgtggccctg 960 

34 gtggcctttg ctgggtacgc acacgtcctg acaccctaca tgagctcggt gccagccgtc 1020 

35 atcgccaagg cctctgcaat ccacaacccc atcatttacg ccatcaccca ccccaagtac 1080 

36 agggtggcca ttgcccagca cctgccctgc ctgggggtgc tgctgggtgt atcacgccgg 1140 

37 cacagtcgcc cctaccccag ctaccgctcc acccaccgct ccacgctgac cagccacacc 1200 

38 tccaacctca gctggatctc catacggagg cgccaggagt ccctgggctc ggagagtgag 1260 

39 gtgggctgga cacacatgga ggcagcagct gtgtggggag ctgcccagca agcaaatggg 1320 

40 cggtccctct acggtcaggg tctggaggac ttggaagcca aggcaccccc cagaccccag 1380 

41 ggacacgaag cagagactcc agggaagacc aaggggctga tccccagcca ggaccccagg 14 40 

42 atgtaggacg cccactggct ctccctttct tctgagacac atccagcccc cccacgtctc 1500 

43 cctcatat 1508 
45 <210> SEQ ID NO: 2 
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46 <211> LENGTH: 478 

47 <212> TYPE: PRT 

48 <213> ORGANISM: Homo sapiens 

49 <400> SEQUENCE: 2 
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355 360 365 

Gly Val Leu Leu Gly Val Ser Arg Arg His Ser Arg Pro Tyr Pro Ser 

370 375 380 

Tyr Arg Ser Thr His Arg Ser Thr Leu Thr Ser His Thr Ser Asn Leu 
385 390 395 400 

Ser Trp lie Ser lie Arg Arg Arg Gin Glu Ser Leu Gly Ser Glu Ser 

405 410 415 

Glu Val Gly Trp Thr His Met Glu Ala Ala Ala Val Trp Gly Ala Ala 

420 425 430 

Gin Gin Ala Asn Gly Arg Ser Leu Tyr Gly Gin Gly Leu Glu Asp Leu 



435 



440 



445 



Glu Ala Lys Ala Pro Pro Arg Pro Gin Gly His Glu Ala Glu Thr Pro 



450 
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460 



Gly Lys Thr Lys Gly Leu lie Pro Ser Gin Asp Pro Arg Met 
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10> SEQ ID NO: 3 

11> LENGTH: 1541 

12> TYPE: DNA 

13> ORGANISM: Homo sapiens 

00> SEQUENCE: 3 

caactcagga tgaaccctcc ttcggggcca agagtcccgc ccagcccaac ccaagagccc 60 

agctgcatgg ccaccccagc accacccagc tggtgggaca gctcccagag cagcatctcc 120 

agcctgggcc ggcttccatc catcagtccc acagcacctg ggacttgggc tgctgcctgg 180 

gtccccctcc ccacggttga tgttccagac catgcccact ataccctggg cacagtgatc 240 

ttgctggtgg gactcacggg gatgctgggc aacctgacgg tcatctatac cttctgcaga 300 

gctgtgcttc gtggagtcac tgtgatgatg cagagcagaa gcctccggac acctgccaac 360 

atgttcatta tcaacctcgc ggtcagcgac ttcctcatgt ccttcaccca ggcccctgtc 420 

ttcttcacca gtagcctcta taagcagtgg ctctttgggg agacaggctg cgagttctat 480 

gccttctgtg gagctctctt tggcatttcc tccatgatca ccctgacggc catcgccctg 540 

gaccgctacc tggtaatcac acgcccgctg gccacctttg gtgtggcgtc caagaggcgt 600 

gcggcatttg tcctgctggg cgtttggctc tatgccctgg cctggagtct gccacccttc 660 

ttcggctgga gcgcctacgt gcccgagggg ttgctgacat cctgctcctg ggactacatg 720 

agcttcacgc cggccgtgcg tgcctacacc atgcttctct gctgcttcgt gttcttcctc 780 

cctctgctta tcatcatcta ctgctacatc ttcatcttca gggccatccg ggagacagga 840 

cgggctctcc agaccttcgg ggcctgcaag ggcaatggcg agtccctgtg gcagcggcag 900 

cggctgcaga gcgagtgcaa gatggccaag atcatgctgc tggtcatcct cctcttcgtg 960 

ctctcctggg ctccctattc cgctgtggcc ctggtggcct ttgctgggta cgcacacgtc 1020 

ctgacaccct acatgagctc ggtgccagcc gtcatcgcca aggcctctgc aatccacaac 1080 

cccatcattt acgccatcac ccaccccaag tacagggtgg ccattgccca gcacctgccc 1140 

tgcctggggg tgctgctggg tgtatcacgc cggcacagtc gcccctaccc cagctaccgc 1200 

tccacccacc gctccacgct gaccagccac acctccaacc tcagctggat ctccatacgg 1260 

aggcgccagg agtccctggg ctcggagagt gaggtgggct ggacacacat ggaggcagca 1320 

gctgtgtggg gagctgccca gcaagcaaat gggcggtccc tctacggtca gggtctggag 1380 

gacttggaag ccaaggcacc ccccagaccc cagggacacg aagcagagac tccagggaag 1440 

accaaggggc tgatccccag ccaggacccc aggatgtagg acgcccactg gctctccctt 1500 

tcttctgaga cacatccagc ccccccacgt ctccctcata t 1541 

10> SEQ ID NO: 4 

11> LENGTH: 489 

12> TYPE: PRT 
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14 6 <213> ORGANISM: Homo sapiens 
147 <40G> SEQUENCE: 4 
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195 370 375 380 

196 Val Ser Arg Arg His Ser Arg Pro Tyr Pro Ser Tyr Arg Ser Thr His 

197 385 390 395 400 

198 Arg Ser Thr Leu Thr Ser His Thr Ser Asn Leu Ser Trp He Ser He 

199 405 410 415 

200 Arg Arg Arg Gin Glu Ser Leu Gly Ser Glu Ser Glu Val Gly Trp Thr 

201 420 425 430 

202 His Met Glu Ala Ala Ala Val Trp Gly Ala Ala Gin Gin Ala Asn Gly 

203 435 440 445 

204 Arg Ser Leu Tyr Gly Gin Gly Leu Glu Asp Leu Glu Ala Lys Ala Pro 

205 450 455 460 

206 Pro Arg Pro Gin Gly His Glu Ala Glu Thr Pro Gly Lys Thr Lys Gly 

207 465 470 475 480 

208 Leu He Pro Ser Gin Asp Pro Arg Met 

209 485 



211 <210> SEQ ID NO: 5 

212 <211> LENGTH: 250 

213 <212> TYPE: DNA 

214 <213> ORGANISM: Rattus norvegicus 

215 <400> SEQUENCE: 5 



216 catagccatg gaccgctatc tggtgatcac acgtccactg gccaccatcg gcatgagatc 60 

217 caagagacgg acggcactag tcctgctagg tgtctggctc tatgccctgg cctggagtct 120 

218 gccgcctttc tttggctgga gcgcctacgt gcccgagggg ctgctgacat cctgctcctg 180 

219 ggactacgtg accttcacgc ccctcgtgcg cgcctacacc atgctgctct tctgctttgt 240 

220 cttcttcctc 250 



222 <210> SEQ ID NO: 6 

223 <211> LENGTH: 83 

224 <212> TYPE: PRT 

225 <213> ORGANISM: Rattus norvegicus 

226 <400> SEQUENCE: 6 
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Pro 


Pro 


Phe 


Phe 


Gly 


Trp 


Ser 


Ala 


232 






35 








40 










45 








233 


Tyr 


Val 


Pro 


Glu 


Gly Leu Leu 


Thr 


Ser 


Cys 


Ser 


Trp 


Asp 


Tyr 


Val 


Thr 


234 




50 








55 










60 










235 


Phe 


Thr 


Pro 


Leu 


Val 


Arg Ala 


Tyr 


Thr 


Met 


Leu 


Leu 


Phe 


Cys 


Phe 


Val 


236 


65 










70 








75 








80 


237 


Phe 


Phe 


Leu 


























239 <210> 


SEQ 


ID NO: 7 



























240 <211> LENGTH: 1473 

241 <212> TYPE: DNA 

242 <213> ORGANISM: Rattus norvegicus 

243 <400> SEQUENCE: 7 

24 4 tttaagtcct ccaagagcct gagcatgaac tctccttcag aatcaagagt cccttcaagc 60 

245 ttaactcagg atcccagctt taccgccagc cctgccctcc tacaaggcat ttggaacagc 120 

246 actcagaaca tctccgtcag agtccagctt ctatccgtta gccccacgac acctgggctt 180 
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